Additional file 5: Mitogenomic organization of Furcatopanorpa longihypovalva LP, F. longihypovalva HSD, and F. longihypovalva TTH.
	Gene
	Position
	Size
	IGN (bp)
	Codon
	Direction

	
	From
	To
	
	
	Start
	Stop
	

	trnI
	1/1/1
	69/69/69
	69/69/69
	
	
	
	J/J

	trnQ
	67/67/67
	134/134/134
	68/68/68
	−3/−3/−3
	
	
	N/N

	trnM
	135/135/135
	203/203/203
	69/69/69
	0/0/0
	
	
	J/J

	nad2
	204/204/204
	1232/1232/1232
	1029/1029/1029
	0/0/0
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	trnW
	1234/1234/1234
	1301/1301/1301
	68/68/68
	1/1/1
	
	
	J/J

	trnC
	1294/1294/1294
	1355/1355/1355
	62/62/62
	−8/−8/−8
	
	
	N/N

	trnY
	1357/1357/1357
	1421/1421/1421
	65/65/65
	1/1/1
	
	
	N/N

	cox1
	1423/1423/1423
	2956/2956/2956
	1534/1534/1534
	1/1/1
	TTG/TTG/TTG
	T/T/T
	J/J

	trnL2
	2957/2957/2957
	3022/3022/3022
	66/66/66
	0/0/0
	
	
	J/J

	cox2
	3028/3028/3028
	3715/3715/3715
	688/688/688
	5/5/5
	ATG/ATG/ATG
	T/T/T
	J/J

	trnK
	3716/3716/3716
	3786/3786/3787
	71/71/72
	0/0/0
	
	
	J/J

	trnD
	3787/3787/3787
	3852/3852/3852
	66/66/66
	0/0/−1
	
	
	J/J

	atp8
	3853/3853/3853
	4014/4014/4014
	162/162/162
	0/0/0
	ATT/ATT/ATT
	TAA/TAA/TAA
	J/J

	atp6
	4008/4008/4008
	4685/4685/4685
	678/678/678
	−7/−7/−7
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	cox3
	4685/4685/4685
	5471/5471/5471
	787/787/787
	−1/−1/−1
	ATG/ATG/ATG
	T/T/T
	J/J

	trnG
	5472/5472/5472
	5537/5537/5537
	66/66/66
	0/0/0
	
	
	J/J

	nad3
	5538/5538/5552
	5891/5891/5905
	354/354/354
	0/0/0
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	trnA
	5913/5913/5913
	5977/5977/5964
	65/65/52
	21/21/21
	
	
	J/J

	trnR
	6034/6034/5979
	6098/6098/6043
	65/65/65
	56/56/14
	
	
	J/J

	trnN
	6099/6099/6044
	6163/6163/6108
	65/65/65
	0/0/0
	
	
	J/J

	trnS1
	6164/6164/6109
	6230/6230/6175
	67/67/67
	0/0/0
	
	
	J/J

	trnE
	6233/6233/6178
	6301/6301/6246
	69/69/69
	2/2/2
	
	
	J/J

	trnF
	6300/6253/6245
	6368/6321/6313
	69/70/69
	−2/−2/−2
	
	
	N/N

	nad5
	6369/6370/6314
	8097/8098/8042
	1729/1729/1729
	0/0/0
	ATA/ATA/ATA
	T/T/T
	N/N

	trnH
	8101/8102/8046
	8165/8166/8110
	65/65/65
	​3/3/3
	
	
	N/N

	nad4
	8166/8167/8111
	9504/9505/9449
	1339/1339/1339
	0/0/0
	ATG/ATG/ATG
	T/T/T
	N/N

	nad4L
	9498/9499/9443
	9788/9789/9733
	291/291/291
	−7/−7/−7
	ATG/ATG/ATG
	TAA/TAA/TAA
	N/N

	trnT
	9791/9792/9736
	9856/9857/9801
	66/66/66
	2/2/2
	
	
	J/J

	trnP
	9857/9858/9802
	9924/9925/9869
	68/68/68
	0/0/0
	
	
	N/N

	nad6
	9927/9928/9872
	10454/10455/10399
	528/528/528
	2/2/2
	ATT/ATT/ATT
	TAA/TAA/TAA
	J/J

	cytb
	10454/10455/10399
	11590/11591/11535
	1137/1137/1137
	−1/−1/−1
	ATG/ATG/ATG
	TAG/TAG/TAG
	J/J

	trnS2
	11589/11590/11534
	11654/11655/11599
	66/66/66
	−2/−2/−2
	
	
	J/J

	nad1
	11672/11673/11617
	12619/122620/12564
	948/948/948
	17/17/17
	ATA/ATA/ATA
	TAG/TAG/TAG
	N/N

	trnL1
	12624/12625/12569
	12687/12688/12632
	64/64/64
	4/4/4
	
	
	N/N

	rrnL
	12688/12689/12633
	14012/14014/13957
	1325/1326/1325
	0/0/0
	
	
	N/N

	trnV
	14013/14015/13958
	14083/14085/14028
	71/71/71
	0/0/0
	
	
	N/N

	rrnS
	14084/14086/14029
	14869/14871/14814
	786/786/786
	0/0/0
	
	
	N/N

	CR
	14870/14872/14815
	17199/17568/17774
	2330/2697/2960
	
	
	
	


Notes. Data are given as Furcatopanorpa longihypovalva LP/F. longihypovalva HSD/F. longihypovalva TTH. IGN, intergenic nucleotides; negative numbers indicate that adjacent genes overlap.
